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Hosapi_XP_024303540.1_CUGBP_Elav-like_family_member_2_isoform_X1_[Homo_sapiens]

Phmamm_CAB3229631.1_CUGBP_Elav-like_family_member_1_[Phallusia_mammillata]

Sakowa_XP_006818410.1_PREDICTED_CUGBP_Elav-like_family_member_2-like_[Saccoglossus_kowalevskii]

Sccani_XP_038667783.1_CUGBP_Elav-like_family_member_2_isoform_X1_[Scyliorhinus_canicula]

Stpurp_XP_030844232.1_CUGBP_Elav-like_family_member_3_isoform_X1_[Strongylocentrotus_purpuratus]

Brlanc_BLAG18000834_1

Brbelc_XP_019634345.1_PREDICTED_CUGBP_Elav-like_family_member_1_isoform_X13_[Branchiostoma_belcheri]

Dareri_XP_009301602.1_CUGBP_Elav-like_family_member_1_isoform_X1_[Danio_rerio]

Xetrop_NP_001017152.1_CUGBP_Elav-like_family_member_1_[Xenopus_tropicalis]

Harore.CG.MTP2014.S173.g02386.01.p

Hosapi_XP_016872590.1_CUGBP_Elav-like_family_member_1_isoform_X1_[Homo_sapiens]

Xetrop_XP_012813883.1_CUGBP_Elav-like_family_member_2_isoform_X1_[Xenopus_tropicalis]

Pemari_XP_032827680.1_CUGBP_Elav-like_family_member_2_isoform_X1_[Petromyzon_marinus]

Moocci.CG.ELv1_2.S588376.g23718.01.p

Pemari_XP_032813940.1_CUGBP_Elav-like_family_member_1-A_isoform_X1_[Petromyzon_marinus]

Ciinte_XP_026696282.1_CUGBP_Elav-like_family_member_1_isoform_X1_[Ciona_intestinalis]

Sccani_XP_038663160.1_CUGBP_Elav-like_family_member_1_isoform_X1_[Scyliorhinus_canicula]

Catele_ELU11974.1_hypothetical_protein_CAPTEDRAFT_144233_[Capitella_teleta]

Dareri_XP_021330613.1_CUGBP_Elav-like_family_member_2_isoform_X1_[Danio_rerio]
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